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39. (aJbended) A kit for amplifying Mycobacterial nucleic acid, containing at least one of a 
first and second\)ligonucleotide; said first oligonucleotide comprising 
xGCCGTCACCQCACCAACAAGCT (SEQ ID: 1 or 22) . and said second oligonucleotide 
comprising xGGgXtAAGCCTGGGAAACTGGGTCTAATACC (SEQ ID : 2), wherein x is 
nothing or is a sequence recognized by an RNA polymerase and each said oligonucleotide is about 
22 to about 100 bases Jp length. 

40. (amended) Ai oligonucleotide of about 20 to about 100 bases in length comprising a 
nucleic acid sequence sele\ted from the group consisting of xGCCGTCACCCCACCAACAAGCT 
(SEQ ID: 1 or22), xGGG/ffAAGCCTGGGAAACTGGGTCTAATACC (SEQ ID: 2), 
[xCCAGGCCACTTCCGcIaACC (SEQ ID: 6), xCGCGGAACAGGCTAAACCGCACGC (SEQ 
ID: 7),] and their fully compltaientary sequences of the same length, wherein x is nothing or is a 
sequence recognized by an RN^ polymerase. 

41. (amended) A kit forViplifying and detecting Mycobacterial nucleic acid, containing a 
first oligonucleotide of about 24 td about 100 bases in length comprising a nucleotide base sequence 
GTCTTGTGGTGGAAAGCGCTtVaG (SEQ ID: 3) and one or more of second oligonucleotides of 
about 23 to about 100 bases in lengtmselected from the group consisting of 
xGCCGGTCACCCCACCAACAAGOr (SEQ ID: 1 or22) and 

xGGATAAGCCTGGGAAACTGGGtWaATACC (SEQ ID: 2), wherein x is nothing or is a 
sequence recognized by an RNA polymenase. 

42. (amended) A kit for amplifyindand detecting Mycobacterial nucleic acid, containing a 
first oligonucleotide of about 23 to about lOabases in length comprising a nucleotide base sequence 
GGAGGATATGTCTCAGCGCTACC (SEQ ID: 8) and one or more of second oHgonucleotides of 
about 20 to about 100 bases in length selected fibm the group consisting of 
xCCAGGCCACTTCCGCTAACC (SEQ ID: 6 o\23 ) and 

xCGCGGAACAGGCTAAACCGCACGC (SEQ D^: 7), wherein x is nothing or is a sequence 
recognized by an RNA polymerase. 
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67. (amended) A[n] primer oligonucleotide from 10 to 100 nucleotide[s] bases in length 
able to [bind to ot extend through] hybridize to a region of Mycobacterium tuberculosis nucleic acid, 
wherein said region consists of a nucleotide base sequence selected from the group consisting of 
SEQ ID NO: 2, [SEQ ID NO: 7,] SEQ ID NO: 22 [and SEQ ID NO: 23], and their fully 
complementary sequVices of the same length. 

68. (amended) vThe primer oHgonucleotide of claim 67 , wherein the primer olieonucleotide 
is from 15 to 50 nucleotioes in length. 

69. (amended) Thfe primer oligonucleotide of claim 67, comprising a nucleotide base 
sequence selected from theWup consisting of SEQ ID NO: 2, [SEQ ID NO: 7,] SEQ ID NO: 22 
[and SEQ ID NO: 23], and tWeir fully complementary sequences of the same length. 

70. (amended) The pnVner oHgonucleotide of claim 67, consisting of or contained within a 
nucleotide base sequence selected from the group consisting of SEQ ID NO: 2, [SEQ ID NO: 7,] 
SEQ ID NO: 22 [and SEQ ID Na 23], and their fiilly complementary sequences of the same length. 

71. (amended) The primer Oligonucleotide of claim 67 which fiirther comprises, in the 5* 
upstream region, a[n oligo] nucleoticre sequence which is recognizable by an RNA polymerase and 
enhances initiation or elongation by said RNA polymerase. 

72. (amended) The primer oHgoWcleotide of claim 71, comprising a nucleotide base 
sequence selected from the group consistirte of SEQ ID NO: 1[, SEQ ID NO: 6] and SEQ ID NO: 
19. \ 

73. (amended) The primer oUgonucleotide of claim 71, consisting of or contained within a 
sequence selected from the group consisting of SEQ ID NO: 1[, SEQ ID NO: 6] and SEQ ID NO: 
19. 

74. (amended) A composition able [to amplify] for amplification of Mycobacterium 
tuberculosis nucleic acid, comprising: one or more primer oligonucleotides from about 10 to about 
100 nucleotide bases in length which will, under nucleic acid amplification conditions, [bind to or 
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extend through] hybridize to a region of Mycobacterium tuberculosis nucleic acid consisting of a 
nucleotide base sequence, said region selected from the group consisting of: 
a) SEQIDNO:23, 
[SEQ ID NO: 8, 
SEQ ID NO: 7. and 
SEQ ID NO: 9, 
SEQ ID NO: 10, and 

[the] a nucleotide sequence[s] perfectly complementary to [these] a sequence[s] of 



b) 
c)] 
[d) 
e) 

part (a) or (b) 



75. (aihended) The composition of claim 74 comprising two or more of said primer 
oHgonucleotidesV. 

76. (amended) The\omposition of claim 74 comprising a first primer oligonucleotide which 
comprises a nucleotide base sa^uence selected from the group consisting of SEQ ID NO: 23[,] and 
SEQ ID NO: 7. 



77. (amended) The compos 
oligonucleotide which comprises a 
oUgonucleotide, wherein the 



om:iaim 76 further comprising a second primer 
idlbase sequence different from that of the first primer 
nucleotde \ase sequence of the second primer oUgonucleotide is 



selected from the group consisting of SEqVd NO: 23[,] and SEQ ID NO: 7. 

78. (^mended) The composition of any one of claims 74, 75, or 76, wherein one or more 
primer oligonucleotides fiirther comprises, in the 5* upstream region, a nucleotide base sequence 
which is recognised by an RNA polymerase and which enhances transcription initiation or 
polymerization by\aid RNA polymerase. 

79. (amendedV The composition of any one of claims 74, 76, or 77, fiirther comprising a 
nucleic acid hybridization assay probe from about 10 to about 100 nucleotide bases in length which 
will hybridize with at leasklO contiguous bases of a nucleotide base sequence region of 
Mycobacterium tuber culosi^uclexc acid to form a detectable duplex under hybridization 
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^ conditions[;], wherein saiAregion is selected from the group consisting of SEQ ID NO: 8 and the 

^ perfectly complementary seauence thereto. 



82. (amended) ThS^composition of claim 79 orSO wherein said probe contains a detectable 



If/ ^ lalfel. \ 



84. (Wended) A composition able [to amplify] for amplification of Mycobacterium 
tuberculosis nWleic acid, comprising: one or more primer oligonucleotides from about 10 to about 

CaC> \ 100 nucleotide Bases in length which will, under nucleic acid amplification conditions, [bind to or 
^^Aextend through] h\bridizeto a region of Mycobacterium tuberculosis nucleic acid consisting of a 
' /nucleotide base seq\ence, said region selected from the group consisting of: 

a) SEQ lb NO: 22, 

b) [SEQ I© NO: 3, 

c) ] SEQ ID NO: 2, and 
[d) SEQ ID >Sb: 4, 

e) SEQ ID NOi5, and 

f] c) [the] a nucleo\de sequence[s] perfectly complementary to [these] a sequence[s] of 
part (a) or (b) . \ 

85. (amended) The compositi^j^fiflaim 84 comprising two or more of said EOmer 
oligonucleotides. I \ ' 

86. (aJnended) The composition of claim 84 comprising a first primer oligonucleotide which 
•(^comprises a nucleotide base sequence selected from the group consisting of SEQ ID NO: 22[,] and 

fEQIDN0:2. \ 



* 87. (amended) The compositi%i©f claim 86 further comprising a second primer 



oligonucleotide which comprises a nuclec 
oligonucleotide, wherein the nucleotide b; 
selected from the group consisting of SEQop r>ra: 22[,] and SEQ ID NO: 2. 



sequence different from that of th e first primer 
ie\cb of the second primer oligonucleotide is 
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88. (amendedA The composition of any one of claims 84, 85, or 86, wherein one or more 
primer oligonucleotidei^further comprises, in the 5' upstream region, a nucleotide base sequence 
iWhich is recognized by a\ RNA polymerase and which enhances transcription initiation or 
polymerization by said RNW polymerase. 

89. (amended) The domposition of any one of claims 84, 86, or 87, further comprising a 
nucleic acid hybridization assL probe from about 10 to about 100 nucleotide bases in length which 
will hybridize with at least 10 contiguous bases of a nucleotide base sequence region of 
Mycobacterium tuberculosis nucteic acid to form a detectable duplex under hybridization 
conditions[;]^ said region consistiriig of SEQ ID NO: 3 or the perfectly complementary sequence 
thereto. 

91. (amended) The coiVositiAi of claim 89 or 90 , wherein said probe comprises an 
oligonucleotide selected from th^ryp|consisting of SEQ ID NO: 3 and the perfectly 
complementary sequence theretc 




vU 



•A V 100. (amekded) A kit for amplifying Mj;co6flc^ena/ nucleic acid, containing a first 
Q^O^/igonucleotide conWising xCCAGGCCACTTCCGCTAACC (SEQ ID: 6 or23), and a second 
^ oligonucleotide composing x[']CGCGGAACAGGCTAAACCGCACGC (SEQ ID: 7), wherein x is 
nothing or is a sequencevrecognized by an RNA polymerase [and x' is nothing or is a sequence 
recognized by an RNA polymerase] . 

\ \ 

101. (amended) A composition useful in the detection of Mycobacterium tuberculosis 

comprising at least one oligonucleotide, or composition containing an oligonucleotide, selected from 
the group consisting of: 

a) a nucleic acid hybfadization assay probe from about 10 to about 100 nucleotide bases 
in length comprising an oligonucleOitide which will hybridize to at least 10 contiguous bases of a 
nucleotide base sequence region of ^\^get Mycobacterium tuberculosis nucleic acid, said region 
selected from the group consisting SEQSID NO: 3, SEQ ID NO: 8, and the nucleotide sequences 
perfectly complementary thereto; and 
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b) [an] at legist one primer oligonucleotide from about 10 to about 100 nucleotide bases 
in length able to [bind to or extend through] hybridize to a region of Mycobacterium tuberculosis 
nucleic acid, said region consisting of a nucleotide base sequence selected from the group consisting 
of [SEQ ID NO: 1,] SEQ IdVo: 2, [SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5, SEQ ID NO: 
6,] SEQ ID NO: 7, [SEQ ID nV 8, SEQ ID NO: 9, SEQ ID NO: 10,] SEQ ID NO: 22, SEQ ID NO: 
23, and the nucleotide sequencesVerfectly complementary to these sequences[, 

c) a kit comprising th^ligonucleotide of b), and 

d) a specifically detectaoie nucleic acid hybrid formed under nucleic acid hybridization 
conditions between the hybridization aSssay probe of a) and a nucleic acid comprising a 
Mycobacterium tuberculosis nucleotide base sequence]. 



B, Please add the following new claims: 

143\ (new) An oligonucleotide of about 20 to about 100 bases in length comprising a 
\ ^^cleic acid si^quence selected from the group consisting of xCCAGGCCACTTCCGCTAACC 



^ ^EQ ID: 6 or 26), xCGCGGAACAGGCTAAACCGCACGC (SEQ ID: 7), and their frilly 

complementary sequences of the same length, wherein x is nothing or is a sequence recognized by 
an RNA polymerases^ 

144. (new) TheVlurality of oligonucleotides of claim 143, wherein one or more of said 
oligonucleotides is modified at 3' end to reduce or block extension of said one or more of said 
oligonucleotides by a polymemse. 

145. (new) A plurality oi\oligonucleotides of claim 143, wherein one or more of said 
oligonucleotides is unmodified at 3\nd and one or more of said oligonucleotides is modified at 3' 
end to reduce or block extension by a pfedymerase. 

146. (new) The plurality of oligonucleotides of claim 145, wherein one or more of said 
oligonucleotides is differently modified at 3'\nd to reduce or block extension by a polymerase. 
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147. Vnew) A primer oligonucleotide from 10 to 100 nucleotide bases in length able to 
hybridize to aVegion of Mycobacterium tuberculosis nucleic acid, wherein said region consists of a 
nucleotide bass sequence selected from the group consisting of SEQ ID NO: 7, SEQ ID NO: 23, and 
their fiiUy complementary sequences of the same length. 

148. (ne\^ The primer oligonucleotide of claim 147, wherein the primer oligonucleotide is 
from 15 to 50 nuclebtides in length. 

149. (new) Ae primer oligonucleotide of claim 147, wherein the primer oligonucleotide is 
from about 20 to aboutVoO nucleotides in length. 

150. (new) The torimer oligonucleotide of claim 69, wherein the primer oligonucleotide is 
from about 20 to about 100 nucleotides in length. 

151. (new) The priJber oligonucleotide of claim 147, comprising a nucleotide base sequence 
selected from the group consisting of SEQ ID NO: 7, SEQ ID NO: 23, and their fully 
complementary sequences of me same length. 

152. (new) The primer oHgonucleotide of claim 147, consisting of or contained within a 
nucleotide base sequence selectedVom the group consisting of SEQ ID NO: 7, SEQ ID NO: 23, and 
their fully complementary sequencesiof the same length. 

153. (new) The primer oligonucleotide of claim 147 which further comprises, in the 5' 
upstream region, a nucleotide sequence wiuch is recognizable by an RNA polymerase and enhances 
initiation or elongation by said RNA polymerase. 

154. (new) The primer oligonucleotideV claim 153, comprising a nucleotide base sequence 
selected from the group consisting of SEQ ID NO-l^d SEQ ID NO: 19. 

155. (new) The primer oHgonucleotide of clairti 153, consisting of or contained within a 
sequence selected from the group consisting of SEQ ID ito: 6 and SEQ ID NO: 19. 
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156. Vew) The composition of claim 82 fiirther comprising first and second helper 
oligonucleotide^ wherein the first helper oligonucleotide comprises SEQ ID NO: 9 and the second 
helper oligonucleotide comprises SEQ ID NO: 10. 

1 57. (new) Vhe composition according to claim 101 further comprising at least one helper 
probe comprising a nucleotide sequence selected from the group consisting of SEQ ID N0:4, SEQ 
ID N0:5, SEQ ID No\9, SEQ ID NO: 10, and the nucleotide sequences perfectly complementary to 
these sequences. \ 

158. (new) A kit comprising a primer oligonucleotide of claim 101. 

159. (new) A composition comprising a specifically detectable nucleic acid hybrid formed 
under nucleic acid hybridization\onditions between the nucleic acid hybridization assay probe of 
claim 101 and a nucleic acid comprising a Mycobacterium tuberculosis nucleotide base sequence. 

160. (new) A composition usel^l in the detection of Mycobacterium tuberculosis comprising 
at least one oligonucleotide, or composition containing an oligonucleotide, selected from the group 

consisting of: \ 

a) a nucleic acid hybridization askay probe from about 10 to about 100 nucleotide bases 
in length comprising an oligonucleotide which ^11 hybridize to at least 10 contiguous bases of a 
nucleotide base sequence region of a target Mycobkcterium tuberculosis nucleic acid, said region 
selected from the group consisting SEQ ID NO: 3 an^the nucleotide sequences perfectly 
complementary thereto; and \ 

b) at least one primer oligonucleotide from aBout 10 to about 100 nucleotide bases in 
length able to hybridize to a region of Mycobacterium tuberinilosis nucleic acid, said region 
consisting of a nucleotide base sequence selected from the gro^ consisting of SEQ ID NO: 1, SEQ 
ID NO: 22, SEQ ID NO: 2, and the nucleotide sequences perfectly complementary to these 
sequences. \ 

161 . (new) The composition according to claim 160 fiirther conWising at least one helper 
probe comprising a nucleotide sequence selected from the group consisting^6^f SEQ ID N0:4, SEQ 
ID N0:5, and the nucleotide sequences perfectly complementary to these sequ^ces. 
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162. (nW) A kit comprising a primer oligonucleotide of claim 160. 

163. (neW^^ A composition comprising a specifically detectable nucleic acid hybrid formed 
under nucleic acid H^^bridization conditions between the nucleic acid hybridization assay probe of 
claim 160 and a nucleic acid comprising a Mycobacterium tuberculosis nucleotide base sequence. 

164. (new) A composition useful in the detection of Mycobacterium tuberculosis comprising 
at least one oHgonucleoti^, or composition containing an oligonucleotide, selected from the group 
consisting of; \ 

a) a nucleic acid hybridization assay probe from about 10 to about 100 nucleotide bases 
in length comprising an oligonucleotide which will hybridize to at least 10 contiguous bases of a 
nucleotide base sequence regionW a target Mycobacterium tuberculosis nucleic acid, said region 
selected from the group consistingNsEQ ID NO: 8 and the nucleotide sequences perfectly 
complementary thereto; and \ 

b) at least one primer oligonucleotide from about 10 to about 100 nucleotide bases in 
length able to hybridize to a region of Mycobacterium tuberculosis nucleic acid, said region 
consisting of a nucleotide base sequence sekcted from the group consisting of SEQ ID NO: 6, SEQ 
ID NO: 23, SEQ ID NO: 7, and the nucleotides sequences perfectly complementary to these 
sequences. \ 

165. (new) The composition according to claim 164 further comprising at least one helper 
probe comprising a nucleotide sequence selected fromahe group consisting of SEQ ID N0:9, SEQ 
ID NO: 10, and the nucleotide sequences perfectly complementary to these sequences. 

166. (new) A kit comprising a primer oligonucleotioe of claim 164. 

167. (new) A composition comprising a specifically deta^able nucleic acid hybrid formed 
under nucleic acid hybridization conditions between the nucleic acidUiybridization assay probe of 
claim 164 and a nucleic acid comprising a Mycobacterium tuberculosis nucleotide base sequence. 
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